Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.003 Å; R factor = 0.035; wR factor = 0.092; data-to-parameter ratio = 15.8. organic compounds o302 A. Van Albada et al.
In the title pyrimidine derivative, C 4 H 4 ClN 3 , the 2-chloro and 4-amino substituents almost lie in the mean plane of the pyrimidine ring, with deviations of 0.003 (1) Å for the Cl atom, and 0.020 (1) Å for the N atom. In the crystal, molecules are linked via pairs of N-HÁ Á ÁN hydrogen bonds, forming inversion dimers. These dimers are further linked via N-HÁ Á ÁN hydrogen bonds, forming an undulating two-dimensional network lying parallel to (100).
Related literature
For compounds related to pyrimidin-4-amine, see: Van Albada et al. (1999 ; Van Meervelt & Uytterhoeven (2003) ; Kožíšek et al. (2005) . For the agricultural and pharmaceutical relevance of 2-chloropyrimidin-4-amine, see: Zunszain et al. (2005) . For graph-set analysis of hydrogen bonds, see: Etter et al. (1990) ; Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Symmetry codes: (i) Àx; Ày þ 1; Àz þ 1; (ii) x; Ày þ 1 2 ; z þ 1 2 .
Data collection: CrystalClear (Rigaku, 2007) ; cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: DIAMOND (Brandenburg, 2007) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
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Comment
The molecule of 2-chloropyrimidin-4-amine is relevant for agrochemistry as a plant growth regulator and as a pharmaceutical intermediate (Zunszain et al. 2005) . It could also be an interesting precursor for chelating ligands after chlorine substitution.
Pyrimidin-amines are interesting bridging ligands, as they contain two nitrogen coordination donor atoms, and an amine as a hydrogen bond donor group (Van Albada et al. 1999 . The ligands pyrimidin-4-amine and 2-amine can easily bridge two metal ions (Kožíšek et al. 2005) . With the presence of two donor atoms, the title compound might serve as a building block in the formation of coordination polymers. Due to the position of a chloride atom in-between the two donor N atoms of the pyrimidin-4-amine, the bridging would be likely to change. In fact, coordination complexes with the 2-chloropyrimidin-4-amine are yet unreachable. We here present the molecular structure of this compound, (Figure 1 ).
The 2-chloropyrimidin-4-amine molecule is nearly planar, with r.m.s. deviation of the pyrimidine heterocyclic non-hydrogen atoms is 0.002 (2) Å. In the crystal, molecules are arranged with two N-H···N hydrogen bond motifs, where the amine group serves as a twofold donor of the hydrogen atoms for the two pyrimidine nitrogen atoms. Considering graph-set analysis (Etter et al., 1990; Bernstein et al., 1995) , the descriptors are R 2 2 (8) loops and C(5) chain motifs along the [001] and [010] vectors, respectively. The network can be described as a wobbled two-dimensional network extending in the (100) plane, (Figure 2 ). It is worth to note that the related pyrimidin-4-amine molecule (Van Meervelt et al. 2003) , crystallizes in the orthorhombic Pcab space group and exhibits only the N-H···N hydrogen bond with C(5) chain motif of a one-dimensional zigzag chain.
Experimental
The ligand was used as commercially available. 0.5 mg of the compound was dissolved in 10 ml of methanol. The solution was stand at room temperature in a closed vessel. After two weeks, colourless blocks appeared and separated by filtration. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (9) 0.0447 (9) 0.0005 (7) 0.0143 (7) −0.0103 (7) N2 0.0775 (11) 0.0455 (9) 0.0345 (8) 0.0079 (8) 0.0130 (7) 0.0007 (7) C2 0.0431 (9) 0.0456 (9) 0.0379 (9) −0.0055 (7) 0.0101 (7) −0.0045 (7) N3 0.0496 (8) 0.0380 (7) 0.0357 (7) −0.0010 (6) 0.0112 (6) −0.0019 (6) C4 0.0439 (9) 0.0395 (9) 0.0372 (8) −0.0034 (7) 0.0092 (7) −0.0013 (7) 
